
Select BMDLs Generated from Different 
BMD Models

X

P<0.1

X

Bad fit

Use the BMDL with the lowest AIC

Unique AIC

Use average or geometric mean of BMDLs

Different BMDLs with the same AIC

BMDLs within a 3-fold range

Use the lowest BMDL

BMDLs not within a 3-fold range

Good fit

Examine the fitting at low-dose
by visual inspection and residual qi-square evaluation

p>0.1

Evaluate goodness-of-fit p values

Collect all the results
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